Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.014 Å; R factor = 0.034; wR factor = 0.079; data-to-parameter ratio = 14.8. 
The title compound, [Re 2 (C 6 H 5 Te) 2 (CO) 8 ], crystallizes with two molecules in the asymmetric unit, in which two Re atoms are coordinated in a slightly distorted octahedral environment and are bridged by two Te atoms, which show a distorted trigonal-pyramidal geometry. The torsion angles for the TeRe-Te-Re sequence of atoms are 19.29 (18) and 16.54 (16) in the two molecules. Thus, the Re-Te four-membered rings in the two molecules deviate significantly from planarity. Two intramolecular C-HÁ Á ÁO interactions occur in one of the molecules. Te-Te [4.0551 (10) Å ] interactions between the two molecules and weak intermolecular C-HÁ Á ÁO interactions stabilize the crystal packing. Table 1 Hydrogen-bond geometry (Å , ) . 
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Comment
The biological activities of rhenium and tellurium compounds have been studied and revealed interesting and promising applications (Begum et al., 2008; Atwood et al., 1983; Zhang & Leong, 2000) . Rhenium derivatives have a wide range of biological applications such as antitumor, cytostatic (Kopf-Maier & Klapotke, 1992) and antitrypanosomal activity (Cerecetto et al., 1997) . Organo tellurium compounds are the inhibitors of human cathepsin B, which is a highly predictive indicator for prognosis and diagnosis of cancer. Some of the tellurium derivatives exhibit antioxidant and immunomodulatory effects (Cunha et al., 2009) . Recently, a novel organotellurium compound-RT01 was proved to act as antileishmanial agent (Lima et al., 2009) . In view of these important features we have chosen the title compound for crystal structure analysis.
The title compound was crystallized with two independent molecules (A & B) in the asymmetric unit ( Fig. 1) , which adopted dinuclear metallacyclic structure, where each rhenium Re(CO) 4 core is bonded by two phenyl tellurolate groups and hence Re centers attained a distorted octahedral geometry. The r.m.s deviation for four-membered ring with carbonyl atoms of two molecules is 0.016 Å, calculated by Platon -automolfit program (Spek, 2009 ) and the maximum deviation was observed in phenyl tellurolate groups. The Re-Te bond distances are nearly equal in both the molecules and are similar to those in a related structure (Cecconi et al., 1998) ranging from 3.891 Å to 4.039 Å. However, the Te···Te separation observed here is smaller than that in NaCuTe, 4.38Å, (Seong et al., 1994) . Based on these previous studies, the observed Te···Te contact is significant and contributes to the packing. Intermolecular and interatomic O-O bond distances are also observed for O6B-O4B, O5A-O8B, O5A-O4B, O8B-O8B, O5A-O3A, O1B-O5B, O4A-O8A with distances of 2.928 (9) Å, 2.975 (10) Å, 3.025 (9) Å, 3.014 (13) Å,2.951 (9) Å, 2.9710 (89) Å and 2.9387 (87) Å respectively.
Experimental
A mixture of Re 2 (CO) 10 (130 mg, 0.2 mmol) and diphenyl ditelluride (41 mg, 0.1 mmol), 4-phenylpyridine (93 mg, 0.6 mmol) were taken in a 50 ml two neck Schlenk flask and fitted with a reflux condenser. The system was evacuated and purged with N 2 . Freshly distilled mesitylene (30 ml) was added under N 2 atmosphere. The reaction mixture was heated to 403 K under N 2 for 6 h and allowed to cool to room temperature. The mesitylene was removed by vacuum distillation and the solid mixture was washed with hexane, chromatographed on silica gel using dichloromethane and hexane (1:9) as eluent to obtain the yellow color solid of without phenylpyridine substituted compound [(CO) 4 Re(µ-TeC 6 H 5 ) 2 Re(CO) 4 ]. Single supplementary materials sup-2 crystal of the title compound was obtained by slow diffusion of hexane into a concentrated solution of the title compound in dichloromethane at 278 K.
Refinement
The hydrogen atoms were placed in calculated positions (C-H = 0.95 Å) and included in the refinement in riding-model approximation with U ĩso (H) = 1.2U eq (C).
Figures Fig. 1 . : ORTEP -3 view of the structure of title compound, showing the atom-labeling scheme. Displacement ellipsoidsare drawn at the 50% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 169.6 (3) O3B-C3B-Re1B 177.5 (9) C8A-Re2A-Te1A 92.0 (2) O4B-C4B-Re1B 178.7 (7) C5A-Re2A-Te1A 85.1 (2) O5B-C5B-Re2B 178.6 (7) Te2A-Re2A-Te1A 80.14 (2) O6B-C6B-Re2B 177.4 (8) C3B-Re1B-C2B 93.9 (4) O7B-C7B-Re2B 178.1 (7) C3B-Re1B-C1B 95.1 (3) O8B-C8B-Re2B 177.0 (9) C2B-Re1B-C1B 88.5 (3) C10B-C9B-C14B 120.5 (8) C3B-Re1B-C4B 92.5 (3) C10B-C9B-Te1B 123.1 (7) C2B-Re1B-C4B 89.0 (3) C14B-C9B-Te1B 116.3 (5) C1B-Re1B-C4B 172.1 (3) C9B-C10B-C11B 120.3 (9) C3B-Re1B-Te2B 88.0 (3) C9B-C10B-H10B 119.8 C2B-Re1B-Te2B 176.9 (2) C11B-C10B-H10B 119.8 C1B-Re1B-Te2B 93.7 (3) C10B-C11B-C12B 120.0 (9) C4B-Re1B-Te2B 88.5 (2) C10B-C11B-H11B 120.0 C3B-Re1B-Te1B 169.9 (3) C12B-C11B-H11B 120.0 C2B-Re1B-Te1B 96.2 (2) C13B-C12B-C11B 119.3 (9) C1B-Re1B-Te1B 85.5 (2) C13B-C12B-H12B 120.3 C4B-Re1B-Te1B 87.3 (2) C11B-C12B-H12B 120.3
Geometric parameters (Å, °)

